
G e n i m p a c t  f i n a l  s c i e n t i f i c  r e p o r t  141

III
Predictive tools. The use of 
modelling to assess the risk 
of genetic impacts on wild 
populations from escapes of 
cultured fi sh

Workshop 3 brought together a range of leading experts for 3 days to consider 
how modelling could advance understanding of the potential genetic impacts of 
escaped cultured fi sh on wild populations.  It reviewed existing modelling work, 
assessed diff erent modelling approaches which might be used, considered their 
strengths and weaknesses in informing on the issue of impacts, and identifi ed 
research priorities. Th e output of the workshop has been summarised in a 
scientifi c paper.  Th e basic issues and conclusions of this paper are summarised 
in the three chapters contained in this section. 
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