Formatting SNP Group Files

This section describes how a SNP group file should be formatted.

Tab-Delimited Text File Format

SpectroDESIGNER accepts only SNP group files that are saved as tab-delimited text files,

with the file name extension .txt (usually created in Excel).

Two Columns

There must be only two columns in a SNP group file. The first column lists the name of each

SNP sequence. The second column lists the sequence containing the SNP.

Note: The name of each SNP sequence must be unique in the file. No two SNPs, in the

same file, may have the same name.

Column Headers

The first row of a SNP group file must contain headers for the columns. Do not place a SNP name and sequence in the first row. Only place SNP names and sequences in rows 2 and on.

Additionally, there must be only two column headers, one for the first column and another for the second. There must not be any other headers in the first row.

The exact wording of the column headers does not matter. In general, the columns headers are SNP_ID and SEQUENCE, but you can type anything you would like for column headers.

Note: Be sure to type column headers in the first row of the SNP group file. The first row must not be blank.

SNP Name (SNP ID) Characters

In SNP names, use only the following characters:

• Alphanumeric characters (i.e. letters and numbers).

• Space.

• Dash ( - ).

• Underscore ( _ ).

Formatting SNP Sequences

This section describes how SNP sequences, within a SNP group file, must be formatted.

In general, sequences should be entered as continuous text, in uppercase letters, without spaces or tabs.

Good Sequence

Use uppercase letters for good sequence.

SNP

Enclose the two possible alleles of a SNP in brackets ( [ ] ), separated by a slash ( / ). ( e.g. [A/T] )

Areas to Avoid

Use lowercase letters to indicate areas to avoid, such as Alu repeats.

Unknown Base

Use an uppercase “N” to indicate an unknown base.

IUB code letters (for example, “R” to indicate “A/G”) instead of N are acceptable.

Sequence Length

Sequences should have at least 50 base-pairs to either side of the SNP. Sequences should not be longer than 2000 base-pairs.

Only One SNP

A sequence must have only one SNP.

To design for a sequence with multiple SNPs, list the SNP sequence multiple times in the SNP group file, once for each SNP. In the first instance of the sequence, indicate only one SNP in brackets (see “SNP” above) and the other SNPs as unknown bases (see “Unknown Base” above). In the next instance of the sequence, indicate the next SNP in brackets and the other SNPs as unknown bases, and so on for each SNP.

For example, if you want to include a sequence, in a SNP group file, containing three SNP sequences: In the first instance the first SNP is indicated as a SNP, the other two are “masked” as unknown bases. In the second instance, the second SNP is indicated, the other two are masked as unknown bases. And, in the third instance, the third SNP is indicated, the other two are masked.

Important: If you are listing a SNP sequence multiple times to design for multiple SNPs, each instance of the sequence must have a unique name. The name cannot be the same for the sequences. For instance, in the preceding example, the SNP names (SNP_IDs) are 22253-1, 22253-2, and 22253-3. The three instances of the sequence are differentiated by the “-1,” “-2,” and “-3” in their names.

Files

If you want to use an Excel file as a SNP group file for SpectroDESIGNER, you must save the file as a tab-delimited text file. SpectroDESIGNER cannot accept a regular Excel file (.xls file) as input. To save an Excel file as a tab-delimited text file, see the following instructions.

To save an Excel file as a text file

1. In Excel, on the File menu, select Save As.

The Save As dialog box appears.

2. In the Save as type box, select Text (Tab delimited) (*.txt).

3. In the File name box, type a name for the file.

4. Click Save.
